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SEQUENCE LISTING 



<110> Watkins, et al . , Jeffry D. 
Allan, Barrett W. 

Davies, Julian 
Marquis, David M. 
Ondek, Brian 
Watkins, Jreffry D. 

<120> CD20 Binding Molecules 

<130> X-16760A 

<140> 10553938 
<141> 2005-10-21 



<150> 60/471,958 

<151> 2003-05-20 

<150> PCT/US04/01578 6 

<151> 2004-05-20 

<160> 102 

<170> Patentin version 3.5 

<210> 1 

<211> 10 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic Construct 



<220> 

<221> MISC_FEATURE 

<222> (1) . . (10) 

<223> CDRLl 

<400> 1 

Arg Ala Ser Ser Ser Val Ser Tyr lie His 
15 10 



<210> 2 

<211> 30 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Synthetic Construct 



<220> 



<221> 



misc_f eature 



<222> 



(1) . . (30) 



<223> 



CDRLl 



<400> 



2 



agggccagct caagtgtaag ttacatccac 



30 



<210> 3 

<211> 10 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 

<220> 

<221> MIS C_F EATURE 

<222> (1) . . (10) 

<223> CDRLl 

<400> 3 

Arg Ala Ser Ser Ser Val His Tyr lie His 
15 10 



<210> 4 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 
<220> 

<221> misc_f eature 

<222> (1) . . (30) 

<223> CDRLl 

<400> 4 

agggccagct caagtgtaca ttacatccac 30 

<210> 5 

<211> 10 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic Construct 
<220> 

<221> MISC_FEATURE 



<222> 



(1) . . (10) 



<223> 



CDRLl 



<400> 



5 



Arg Ala Ser Ser Ser Val Pro Tyr lie His 



1 



5 



10 



<210> 6 

<211> 30 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Synthetic Construct 
<220> 

<221> misc_f eature 

<222> (1) . . (30) 

<223> CDRLl 

<400> 6 

agggccagct caagtgtacc gtacatccac 30 

<210> 7 

<211> 7 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic Construct 
<220> 

<221> MISC_FEATURE 

<222> (1) . . (7) 

<22 3> CDRL2 

<400> 7 

Ala Thr Ser Asn Leu Ala Ser 
1 5 



<210> 8 

<211> 21 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Synthetic Construct 



<220> 



<221> 



misc_f eature 



<222> 



(1) . . (21) 



<223> 



CDRL2 



<400> 



8 



gccacatcca acctggcttc t 



21 



<210> 9 

<211> 7 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 

<220> 

<221> MIS C_F EATURE 

<222> (1) . . (7) 

<223> CDRL2 

<400> 9 

Ala Thr Thr Asn Leu Ala Thr 
1 5 



<210> 10 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 
<220> 

<221> misc_f eature 

<222> (1) . . (21) 

<223> CDRL2 

<400> 10 

gccacaacca acctggctac g 21 

<210> 11 

<211> 7 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic Construct 
<220> 

<221> MISC_FEATURE 



<222> (1) . . (7) 
<223> CDRL2 

<400> 11 

Ala Thr Ser Gly Leu Ala Ser 
1 5 



<210> 12 

<211> 21 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Synthetic Construct 
<220> 

<221> misc_f eature 

<222> (1) . . (21) 

<223> CDRL2 

<400> 12 

gccacatccg gcctggcttc t 

<210> 13 

<211> 7 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic Construct 
<220> 

<221> MISC_FEATURE 

<222> (1) . . (7) 

<22 3> CDRL2 

<400> 13 

Ala Thr Ser Ala Leu Ala Ser 
1 5 



<210> 14 

<211> 21 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Synthetic Construct 



<220> 



<221> 



misc_f eature 



<222> 



(1) . . (21) 



<223> 



CDRL2 



<400> 



14 



gccacatccg ctctggcttc t 



21 



<210> 15 

<211> 9 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 

<220> 

<221> MIS C_F EATURE 

<222> (1) . . (9) 

<223> CDRL3 

<400> 15 

Gin Gin Trp Thr Ser Asn Pro Pro Thr 
1 5 



<210> 16 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 
<220> 

<221> misc_f eature 

<222> (1) . . (27) 

<223> CDRL3 

<400> 16 

cagcagtgga ctagtaaccc acccacg 27 

<210> 17 

<211> 9 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic Construct 
<220> 

<221> MISC_FEATURE 



<222> 



(1) . . (9) 



<223> 



CDRL3 



<400> 



17 



Gin Gin Trp Thr Phe Asn Pro Pro Thr 



1 



5 



<210> 18 

<211> 27 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Synthetic Construct 
<220> 

<221> misc_f eature 

<222> (1) . . (27) 

<223> CDRL3 

<400> 18 

cagcagtgga cttttaaccc acccacg 27 

<210> 19 

<211> 9 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic Construct 
<220> 

<221> MISC_FEATURE 

<222> (1) . . (9) 

<223> CDRL3 

<400> 19 

Gin Gin Trp Leu Ser Asn Pro Pro Thr 
1 5 



<210> 20 

<211> 27 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Synthetic Construct 



<220> 



<221> 



misc_f eature 



<222> 



(1) . . (27) 



<223> 



CDRL3 



<400> 



20 



cagcagtggc tgagtaaccc acccact 



27 



<210> 21 

<211> 9 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 

<220> 

<221> MIS C_F EATURE 

<222> (1) . . (9) 

<223> CDRL3 

<400> 21 

Gin Thr Trp Thr Phe Asn Pro Pro Thr 
1 5 



<210> 22 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 
<220> 

<221> misc_f eature 

<222> (1) . . (27) 

<223> CDRL3 

<400> 22 

cagacttgga cttttaaccc tcccacg 27 

<210> 23 

<211> 10 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic Construct 
<220> 

<221> MISC_FEATURE 



<222> 



(1) . . (10) 



<223> 



CDRHl 



<400> 



23 



Gly Tyr Thr Phe Thr Ser Tyr Asn Met His 



1 



5 



10 



<210> 24 

<211> 30 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Synthetic Construct 
<220> 

<221> misc_f eature 

<222> (1) . . (30) 

<223> CDRHl 

<400> 24 

ggatacacct tcaccagcta caatatgcac 30 

<210> 25 

<211> 10 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic Construct 
<220> 

<221> MISC_FEATURE 

<222> (1) . . (10) 

<223> CDRHl 

<400> 25 

Gly Arg Thr Phe Thr Ser Tyr Asn Met His 
15 10 



<210> 26 

<211> 30 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Synthetic Construct 



<220> 



<221> 



misc_f eature 



<222> 



(1) . . (30) 



<223> 



CDRHl 



<400> 



25 



ggccgtacat ttaccagtta caatatgcac 



30 



<210> 27 

<211> 17 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 

<220> 

<221> MIS C_F EATURE 

<222> (1) . . (17) 

<223> CDRH2 

<400> 27 

Ala lie Tyr Pro Gly Asn Gly Asp Thr Ser Tyr Asn Gin Lys Phe Lys 
15 10 15 



Gly 



<210> 28 

<211> 51 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 

<220> 

<221> misc_f eature 

<222> (1) . . (51) 

<223> CDRH2 

<400> 28 

gccatctatc ctggaaatgg tgatacaagc tacaatcaga agttcaaagg c 51 

<210> 29 

<211> 17 

<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Synthetic Construct 



<220> 

<221> MISC_FEATURE 

<222> (1) . . (17) 

<22 3> CDRH2 

<400> 29 

Ala lie Tyr Pro Gly Asn Gly Asp Thr Ser Tyr Asn His Lys His Lys 
15 10 15 



Gly 



<210> 30 

<211> 51 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Synthetic Construct 
<220> 

<221> misc_f eature 

<222> (1) . . (51) 

<22 3> CDRH2 

<400> 30 

gccatctatc ctggaaatgg tgatacaagc tacaatcata agcataaagg g 51 

<210> 31 

<211> 17 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 
<220> 

<221> MI SC_F EATURE 

<222> (1) . . (17) 

<223> CDRH2 

<400> 31 

Ala lie Tyr Pro Gly Asn Gly Asp Thr Ser Tyr Asn Gin Lys Phe Lys 
15 10 15 



Trp 



<210> 32 

<211> 51 

<212> DMA 

<213> Artificial Sequence 

<220> 

<223> Synthetic Construct 

<220> 

<221> misc_f eature 

<222> (1) . . (51) 

<223> CDRH2 

<400> 32 

gccatctatc ctggaaatgg tgatacaagc tacaatcaga agtttaaatg g 51 

<210> 33 

<211> 17 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 

<220> 

<221> MISC_FEATURE 

<222> (1) . . (17) 

<223> CDRH2 

<400> 33 

Ala lie Tyr Pro Leu Asn Gly Asp Thr Ser Tyr Asn Gin Lys Phe Lys 
15 10 15 



Leu 



<210> 34 

<211> 51 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Synthetic Construct 
<220> 

<221> misc_f eature 

<222> (1) . . (51) 

<223> CDRH2 



<400> 34 

gctatttatc ccttgaatgg tgatacttcc tacaatcaga agttcaaact c 



51 



<210> 35 

<211> 17 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 

<220> 

<221> MISC_FEATURE 

<222> (1) . . (17) 

<223> CDRH2 

<400> 35 

Ala lie Tyr Pro Leu Asn Gly Asp Thr Ser Tyr Asn Arg Lys Ser Lys 
15 10 15 



Leu 



<210> 36 

<211> 52 

<212> DMA 

<213> Artificial Sequence 

<220> 

<223> Synthetic Construct 

<220> 

<221> misc_f eature 

<222> (1) . . (52) 

<223> CDRH2 

<400> 36 

gctattttat cccttgaatg gtgatacttc ctacaatcgt aagtcgaaac tc 52 

<210> 37 

<211> 17 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic Construct 



<220> 



<221> 
<222> 
<223> 



MISC_FEATURE 
(1) . . (17) 
CDRH2 



<400> 



37 



Ala lie Tyr Pro Leu Thr Gly Asp Thr Ser Tyr Asn Gin Lys Phe Lys 



1 



5 



10 



15 



Leu 



<210> 38 

<211> 51 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 
<220> 

<221> misc_f eature 

<222> (1) . . (51) 

<223> CDRH2 

<400> 38 

gctatttatc ccttgacggg tgatacttcc tacaatcaga agttcaaact c 51 

<210> 39 

<211> 17 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 

<220> 

<221> MISC_FEATURE 

<222> (1) . . (17) 

<223> CDRH2 

<400> 39 

Ala lie Tyr Pro Leu Thr Gly Asp Thr Ser Tyr Asn Gin Lys Ser Lys 
15 10 15 



Leu 



<210> 



40 



<211> 51 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Synthetic Construct 
<220> 

<221> misc_f eature 

<222> (1) . . (51) 

<223> CDRH2 

<400> 40 

gctatttatc ccttgacggg tgatacttcc tacaatcaga agtcgaaact 

<210> 41 

<211> 12 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic Construct 
<220> 

<221> MISC_FEATURE 

<222> (1) . . (12) 

<223> CDRH3 

<400> 41 

Ser Thr Tyr Tyr Gly Gly Asp Trp Tyr Phe Asp Val 
15 10 



<210> 42 

<211> 36 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Synthetic Construct 

<220> 

<221> misc_feature 

<222> (1) . . (36) 

<223> CDRH3 

<400> 42 

tcgacttact acggcggtga ctggtacttc gatgtc 



<210> 43 
<211> 12 



<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 

<220> 

<221> MISC_FEATURE 

<222> (1) . . (12) 

<223> CDRH3 

<400> 43 

Ser Thr Tyr Tyr Gly Gly Asp Trp Gin Phe Asp Val 
15 10 



<210> 44 

<211> 36 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 
<220> 

<221> misc_f eature 

<222> (1) . . (36) 

<223> CDRH3 

<400> 44 

tcgacttact acggcggtga ctggcagttc gacgtc 3 6 

<210> 45 

<211> 12 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 

<220> 

<221> MISC_FEATURE 

<222> (1) . . (12) 

<223> CDRH3 

<400> 45 

Ser Thr Tyr Tyr Gly Gly Asp Trp Gin Phe Asp Glu 
15 10 



<210> 



46 



<211> 36 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Synthetic Construct 
<220> 

<221> misc_f eature 

<222> (1) . . (36) 

<223> CDRH3 

<400> 46 

tcgacttatt acggcggtga ctggcagttc gacgag 3 6 

<210> 47 

<211> 12 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic Construct 
<220> 

<221> MISC_FEATURE 

<222> (1) . . (12) 

<223> CDRH3 

<400> 47 

Ser Thr Tyr Tyr Gly Gly Asp Trp Gin Phe Asp Gin 
15 10 



<210> 48 

<211> 36 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Synthetic Construct 

<220> 

<221> misc_feature 

<222> (1) . . (36) 

<223> CDRH3 

<400> 48 

tcgacttatt acggcggtga ctggcagttc gaccag 3 6 



<210> 49 
<211> 12 



<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 

<220> 

<221> MISC_FEATURE 

<222> (1) . . (12) 

<223> CDRH3 

<400> 49 

Ser Thr Tyr Tyr Gly Gly Asp Trp Ser Phe Asp Val 
15 10 



<210> 50 

<211> 36 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 
<220> 

<221> misc_f eature 

<222> (1) . . (36) 

<223> CDRH3 

<400> 50 

tcgacttact acggcggtga ctggagtttc gatgtc 36 

<210> 51 

<211> 12 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 

<220> 

<221> MISC_FEATURE 

<222> (1) . . (12) 

<223> CDRH3 

<400> 51 

Ser Thr Tyr Tyr Gly Gly Asp Trp Thr Phe Asp Val 
15 10 



<210> 



52 



<211> 36 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Synthetic Construct 
<220> 

<221> misc_f eature 

<222> (1) . . (36) 

<223> CDRH3 

<400> 52 

tcgacttact acggcggtga ctggactttc gatgtc 36 

<210> 53 

<211> 12 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic Construct 
<220> 

<221> MISC_FEATURE 

<222> (1) . . (12) 

<223> CDRH3 

<400> 53 

Ser Thr Tyr Val Gly Gly Asp Trp Thr Phe Asp Val 
15 10 



<210> 54 

<211> 36 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Synthetic Construct 

<220> 

<221> misc_feature 

<222> (1) . . (36) 

<223> CDRH3 

<400> 54 

tcgacttacg tgggcggtga ctggactttc gatgtc 36 



<210> 55 
<211> 12 



<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 

<220> 

<221> MISC_FEATURE 

<222> (1) . . (12) 

<223> CDRH3 

<400> 55 

Ser Tyr Tyr Val Gly Gly Asp Trp Thr Phe Asp Val 
15 10 



<210> 56 

<211> 34 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 
<220> 

<221> misc_f eature 

<222> (1) . . (34) 

<223> CDRH3 

<400> 56 

tcgtattacg tgggcggtga ctggacmcga tgtc 34 

<210> 57 

<211> 12 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 

<220> 

<221> MISC_FEATURE 

<222> (1) . . (12) 

<223> CDRH3 

<400> 57 

Ser Thr Tyr Val Gly Gly Asp Trp Gin Phe Asp Val 
15 10 



<210> 



58 



<211> 36 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Synthetic Construct 
<220> 

<221> misc_f eature 

<222> (1) . . (36) 

<223> CDRH3 

<400> 58 

tcgacttacg tgggcggtga ctggcagttc gatgtc 

<210> 59 

<211> 106 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic Construct 
<220> 

<221> MISC_FEATURE 

<222> (1) . . (106) 

<223> CDRLl 

<400> 59 

Glu lie Val Leu Thr Gin Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly 
15 10 15 



Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Ser Ser Val Pro Tyr lie 
20 25 30 



His Trp Tyr Gin Gin Lys Pro Gly Gin Ala Pro Arg Leu Leu lie Tyr 
35 40 45 



Ala Thr Ser Ala Leu Ala Ser Gly lie Pro Asp Arg Phe Ser Gly Ser 
50 55 60 



Gly Ser Gly Thr Asp Phe Thr Leu Thr lie Ser Arg Leu Glu Pro Glu 
65 70 75 80 



Asp Phe Ala Val Tyr Tyr Cys Gin Gin Trp Leu Ser Asn Pro Pro Thr 
85 90 95 



Phe Gly Gin Gly Thr Lys Leu Glu lie Lys 
100 105 



<210> 60 

<211> 318 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 
<220> 

<221> mi sc_f eature 

<222> (1) . . (318) 

<223> CDRLl 



<400> 60 

gaaattgtgt tgacgcagtc tccaggcacc ctgtctttgt ctccagggga aagagccacc 60 

ctctcctgca gggccagctc aagtgtaccg tacatccact ggtaccagca gaaacctggc 120 

caggctccca ggctcctcat ctatgccaca tccgctctgg cttctggcat cccagacagg 180 

ttcagtggca gtgggtctgg gacagacttc actctcacca tcagcagact ggagcctgaa 24 0 

gattttgcag tgtattactg tcagcagtgg ctgagtaacc cacccacttt tggccagggg 300 

accaagctgg agatcaaa 318 



<210> 61 

<211> 121 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220 



